Steps to Prepare Your Biotics 3.1 Data for Conversion to Biotics 4

(complete these steps before you export the BCD data for conversion)
1. FREEZE DATA ENTRY

2. Run a Database Integrity Check

a. Choose to run all three checks.

b. Resolve any outstanding integrity problems. 

3. RESOLVE INTEGRITY PROBLEMS WITH MAs AND SITES (IF MANAGED IN BIOTICS) 

a. Select * from feature where feature_type = ‘SITE’ and (deleted = ‘N’ or deleted is null) and feature_id not in (select feature_id from site);

b. Select * from feature where feature_type = ‘MA’ and (deleted = ‘N’ or deleted is null) and feature_id not in (select feature_id from managed_area);

c. Resolve any Sites or managed areas that are not marked deleted in the feature table, but do not exist in the site or managed area table.

4. SYNCHRONIZE YOUR DATA WITH BCD

a. Update Biotics with any new ET records or ELCODE changes that have not already been processed.

b. Process all deferred spatial attributes.

c. If you have recently bulk-uploaded EORs, be sure to post the records.

d. Run “Export to BCD” in Biotics for all new and modified EOs, MAs, and Sites. 

e. Run “Import from Biotics” in BCD for EOs, MAs, and Sites.

f. Process all deleted records.

5. Check for any EOs missing in BCD

a. Select all EOs in Biotics.  Write down the total number of EOs in your EO_Rep shapefile.

b. Choose “Export Keys for a Report” from the Biotics menu

c. In BCD, Import the Keys for a Report and give the list a name (ex. “EO_Check”).

d. Check to see if you have the makefile and select_match programs installed in your BCD:

i. List custom_programs_justlenl 50 by @id

ii. If $MAKE_RECORDS and $SELECT_MATCH are not listed, you can download these from the Biotics website: http://whiteoak.natureserve.org/hdms/Support-BCDUtil.shtml 

e. Create a temporary file of the records in your getlist.  This temporary file will be used to find records that are missing in BCD, as well as records that are in BCD, but not in Biotics.  Clear out the XFER directory and then:
MAKEFILE XFER Biotics_EOs

f. Next, populate this file:
GETLIST EO_CHECK (the list you created in Step C)
MAKERECORDS Biotics_EOs

g. Use this temporary file to find records in Biotics that are not in BCD:
SELECT_MATCH Biotics_EOs NOT IN EOR

h. If it finds any records, type LIST Biotics_EOs -- these are EOs that still need to be imported into BCD.

6. CHECK FOR ANY EOS IN BCD NOT IN BIOTICS

a. This step is the reverse of the above:
SELECT_MATCH EOR NOT IN Biotics_EOs

b. If the above select finds any records, type LIST EOR to see what they are.  They should represent either EOs that were deleted in Biotics, but not yet deleted from BCD, or perhaps unmappables that you have not finished dealing with.


7. DUMP YOUR BIOTICS DATA FOR CONVERSION

a. Follow instructions in the bcd2hdms package to export Biotics 3.1 data: http://whiteoak.natureserve.org/hdms/SupportDoc/QC_and_Export_Docs/bcd2hdms/doc/ExportDataFromBiotics.html


b. Make sure the Biotics XML files are included in the \CONV folder. 

8. ADD BIOTICS GIS DATA TO \CONV FOLDER

a. Move each of the following to the \Arev\HDMS\Output\Conv folder:

i. The …\BIOTICS\Themes\Biotics folder (including the \Archive folder).

ii. The \BIOTICS\GIS_App\Legends folder.

iii. The results of the DB integrity check from step 2 (if you did not save it previously, it is saved as db_check.rpt in the GIS_WKSP of the user who ran the integrity check).

iv. The \biotics\GIS_App\Etc\coordsys.odb file.

v. The biotics.dmp file (use the batch file you use to backup oracle to create this dump file – it doesn’t matter what you call it).

vi. Shapefiles for calculating spatial attributes for Watershed, Quadcode, Localjuris, County – zipped up.

9. DUMP YOUR BCD DATA FOR CONVERSION

a. Follow instructions in the bcd2hdms package to export BCD data: http://whiteoak.natureserve.org/hdms/SupportDoc/QC_and_Export_Docs/bcd2hdms/doc/ExportDataForConversion.html
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